Biostat 212, Summer 2016

  7/26/2016


In class activity: .do files and log files 
Do and Log files are essential for documenting your work with Stata. Our Stata assignments and the final project, therefore, require use of these files (you will turn in a .do or log file for each of these assignments).  The purpose of this activity is for you to get comfortable with .do and log files. We’ll tackle .do files first, then log files, then how to use them together, and give you some tips about making them most useful and convenient.  

Special note for Mac users – Almost all Stata commands work equally well on Macs and PC’s, but filepaths are different (see lecture 2 slides for more detail). 
.do files

1. Download the “Coronary Calcium.dta” file from the course website and open it in stata using the file<open drop down menu 
2. Type tabulate dm into the command window to calculate the proportion of persons with diabetes in the dataset and then tabulate male for the proportion of persons who are male (1=male, 0=female).   Great, but will you remember this?  Will you be able to replicate it?  What if it is much more complicated?

3. Now open the Do file editor by:
a. File<New do file

b. Do file button       -or- 
c.  CTRL/CMND + 9

4. Type in the two tabulate commands you just used into the .do file editor, each on a different line.  Now push the ‘do’ button on the Do file editor (looks like a piece of paper with writing on it), and look at the Results window.  The two commands were entered sequentially into Stata just as if you had entered them manually.  This is all that a .do file is – a list of commands!

5. Create a folder called biostat212 somewhere appropriate on your computer.  In your “My Documents” folder?  In your TICR folder?  On your network drive?  
6. Save the simple Do file you’ve now created in your new biostat212 folder.  Use the Menu: File/Save (or the save button) within the Do file editor.  Name the do file “Activity1_yourname.do”, but substituting your name for mine.  
Log files

7. Type log using “Activity1_yourname.smcl” into the command line.  You should see output something like this:
. log using "yourname.smcl"

----------------------------------------------------------------------------------

      name:  <unnamed>

       log:  /Users/kristenaiemjoy/Documents/yourname.smcl

  log type:  smcl

 opened on:  20 Jul 2016, 01:12:14

Because I didn’t specify a pathname, Stata placed the file in the default directory – pathname “/Users/kristenaiemjoy/Documents/” This default is displayed at the very bottom of the Stata window. 
8. In Step 7, you saw where the default file directory is for your computer.  Now let’s change the default to that biostat212 folder you created with this command: cd “pathname”. 
Using Do and Log files together

9. Within your .do file:   
a. First, in order to make sure the log file gets saved in the same place every time, paste the cd command you created in Step 8into the top of the do file.  
b. On the next line, type in log using “Activity1_yourname.smcl”, replace.  
c. Now, at the end of your do file (after the 2 tabulate commands), type log close.  Put some spaces in there to visually demarcate the analysis portion of your file (the tabulate commands) from the housekeeping portions.   
d. Run your do file a couple of times, correcting things as needed so it works.  Your do file will terminate if there is an error somewhere.  If this happens, or your log doesn’t close for some other reason, then you will have to close the log manually before Stata will open another one for you. Once you have your .do file running, open your log file again to make sure it records everything as expected.

10. Finally, add some text comments into your do/log files in order to remind yourself or communicate with other people what you are doing and why.  Here are two ways to make a comment.  The simplest is this: 

* Anything on this line after the * will be printed as a comment.

If you have a comment that is longer than one line, you can put an asterisk at the beginning of each line, or you can try this:

/* Anything on this line or beyond 

will be printed as a comment until

this symbol is reached: */

Use Menu< Help/Stata Command (“comments”) or type help comments into the command line to look up how to use //.
Add a title and some descriptions to your do file using comments.  Make sure it still runs.  Check the log file to make sure it is still doing what you think it is.  
The next page shows our standard Do file format – please use this format all subsequent assignments. 

Standard .do file format

cd "C:\data\biostat212\"

// customize the pathname
capture log close

log using "Activity1_yourname.smcl", replace


set more off                   // prevents output from getting interrupted for page







breaks 
version 14



// assumes you are using Stata 14
/* 
Activity 1
*/

use "Coronary Calcium.dta", clear

describe, short
***** Analysis (this will change for each lab)


tab dm
tab chol
log close

set more on
