Biostat 212, Summer 2016

Assignment 1, Due 8/9/16


NAME:_________________________
Assignment 1

The goal of this laboratory session is for you to familiarize yourself with STATA’s windows and functions, and to be able to explore data using an existing STATA dataset.  This is real data on coronary artery calcium scores (as measured by electron beam computed tomography scanning), self-reported CHD risk factors, and deaths found via the National Death Index.  
Turn in:

1. Assignment (.doc)

2. .do file you created for the analysis 

Upload the assignment to the CLE before the beginning of lecture next week (8/9).  

Part 1: Immediate commands 

Here is data on diarrhea during a 10-day follow-up period among 30 breast-fed infants colonized with Vibrio cholerae 01 according to antilipopolysaccharide antibody titers in the mother’s breast milk (Glass et al. [1983]; reported in Rothman, Greenland, and Lash [2008, 248]): 
	
	Diarrhea cases
	No diarrhea  

	Antibody high
	70
	90

	Antibody low  
	120
	20


1. Use the csi command to calculate the risk of diarrhea (outcome) in the low and high antibody groups (exposure)
csi #exposed_cases #unexposed_cases #exposed_not_cases #unexposed_not_cases   
If you need help. Type help csi into the command line. 

· What is the risk of diarrhea among infants with high antibody titers?  
_________
· What is the risk of diarrhea among infants with low antibody titers?  
_________
· What is the risk ratio and 95% confidence interval?  


_________
Part 2: Coronary Calcium data exploration
Set up 
2. Set the directory to which all your files will be saved. Consider creating a folder for assignments within your biostats 212 folder.  

pwd
lists current directory


cd
sets directory 

3. Download the (“Coronary Calcium.dta”) dataset from the course website and save to your biostats212/assignments folder. Open the data set. 
4. Open and .do file and a log file. Use the .do file template from our in-class activity last week. Type all your commands into your do file and execute from there, keep notes to remind you what each command does. This will help you in the future – I promise!
Log using “assignment1_yourname.smcl”

Exploring Your Data
5. Click the “Browse” button (with magnifying glass icon, 4th from the right), or use the command browse and look at the dataset.

a) How many observations are there?






_________
b) How many variables are there (including ID)?




_________
c) What is the age range of participants? (hint – try sorting the data)

_________

d) What is the range of observation times? (“obstime” is in days)


_________


6. Confirm a) and b) above using the describe command. 

7. Confirm c) and d) above using the inspect command.  
8. Click on the Editor (the button with no magnifying glass to the left of the “Browse” button).  Though this looks the same, it is not – you can alter the data in the Editor but not in the Browser.  Sort by id again (menu: data<sort) or the gsort command, then go to participant 3670 and change the age from 49 to 29 and press Enter.  You’ve just modified the dataset!  Note that STATA documents the change in the Results window – important if you were really making this change.  Now carefully change it back.  Look around at the other features in the Editor and then close it.
9. Find the Variables window.  If it’s not already open, open it using the Menu: Window/Variables.  Double-click on a variable name (or single click to the left of the name), and notice that the name appears in the Command window.  Depending on how fast you type, this can be convenient.
10. Does the variable id uniquely identify participants? (Y/N)



________

Use the command isid to find out. 

Note, no return/result means that the variable does uniquely identify participants. 

11. Does the variable cac uniquely identify participants? (Y/N)



________

12. Type in list, into your .do file and execute.  This command lists the value of each variable for each observation, so it’s going to give you a lot of output.  When you see the “---more---“ at the bottom of the results window, pressing enter or “l” will advance the list one line at a time, while pressing other keys or the green “more” button will extend the list by one whole page.  When you get bored of looking at all these values, click “q” or the “Break” button (red “X”) at the far right of the toolbar – you can’t enter any more commands until you do this.  Now type in set more off, execute, then run list again, wait a couple of seconds (or less!  Stata is pretty fast!), then click “Break” again to stop the list (“q” doesn’t work in this context).  Now try to scroll back in the results window to see what came before – notice that there is a pretty small “buffer”, so you can’t see everything that happened before.  This is one important reason to use “log” files, which capture all the results output.  Now set more on.  You can also list just values of specific variables.  Try list id age cac caccat.
13. Use these commands to answer the following questions: (more than 1 command might give you the answer)
***remember to write all your commands on your do file!

logic operators may help you


& and 
!  not 
| or
== tests if something is equal 
= assigns a value to a variable 
a) How many participants smoke? 







________

b) What is the median age?








________
c) What is the average observation time (include time units)?



________
d) What proportion of the cohort died during follow-up? (“dead”)



________
e) What percent of the cohort has a CAC score between 1 and 99? (”caccat”)

________
f) Is the “mean” caccat (=0.83) meaningful/useful? (Y/N):  



________
hint: you can see the actual values that the summarize command is using by typing tab caccat, nolabel
summarize


inspect


browse


list


gsort 


tabulate








describe


count


lookfor


isid


codebook














!= not equal


< less than�<= less than or equal to 


> greater than�>= greater or equal to 
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