Molecular and Genetic Epidemiology

Assignment 1

Due by noon on Monday before next class
A. Textbook

- Reading Austin chapter 2 (should have already read chapter 1)

B. UK Biobank Project

We will undertake hands-on learning to help solidify our understanding of genetic epidemiology concepts covered in lectures. This will use publicly available data: GWAS summary statistics from UK Biobank (UKB). We will work in class on some parts of the projects, while other parts will be take-home homework assignments. 
1. Define the phenotype. Choose a disease or trait that is your area of specialty or interest, and that exists in UKB. Use: https://biobankengine.stanford.edu/ to select the phenotype you will be studying. 
2. In approximately 1 paragraph, clearly define the clinical characteristics of this disease. Note whether the disease is relatively homogeneous across individuals, or if there exist heterogeneous subtypes. For example, when looking at prostate cancer, researchers commonly group all diseased men into a single (homogeneous) group of affected individuals. But one might also define subgroups depending on family history, age of diagnosis, or tumor stage / grade.
3. Undertake initial review of the literature on this phenotype, getting an idea for what work has already been done in genetic epidemiology. Be prepared to discuss this during next week’s class.
