Biostat 202: Orange Data Mining Download Guide

Goal: The goal of this document is to assist you in downloading Orange Data Mining,
the primary software used in the course.

If you run into any difficulties or have any questions, contact the course director Aaron
Scheffler (aaron.scheffler@ucsf.edu) for assistance prior to July 30. He will be available
to meet with students on Zoom.

Notes: There may be variability in your installation experience due to your operating
system, do not be surprised. Seek assistance ahead of time if you cannot complete
these steps or your installation experience differs from the steps described.

Download instructions:

1. Visit https://orange.biolab.si/download/#macos (MacOS) or
https://orange.biolab.si/download/#windows (Windows) and download the installation
package (ignore the Anaconda instructions).

2. Open the installation package and follow the specified instructions.

3. Open the software once installed to verify the software was installed correctly. You
can even try one of the examples provided upon opening.

4. Please contact aaron.scheffler@ucsf.edu if you encounter any troubles before the
first class. We have lab on the first day of class so the software must be running by
that point.

References:

Orange YouTube: https://www.youtube.com/channel/UCIKKWBe2SCAEyv7ZNGhledg

Orange Workflows: https://orange.biolab.si/workflows/
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